2C09 ov/MMOOOOOOOOOOOOOOOOOOOOOOO
goooooOooooooooooooan
(000000003 o0000'M0O000MO00oot

oooUuddd B1r2ub0bbodoooobobbbboooooobobbbbooo
gubogogobooboobobuobouobobboobuobuooboona
oo0b0l2-00000000000000DO 4000 viccODODODOODODDO
goobobobbooooooobbobbtoooooobobbobbogg ceC b
O0oo0oOo0o0ooooobooooooobo@Ee YOO oooooobobooo
00000000 1000000000D000001,2diol radicad DODOOOODOO
0000000000 Lldoradicd DO D DO0ODOO0OODDOO0ODOOODODOOL961
OO0 Abed ODOODOOODODOODODODO70ODOOODODDOODDDOODDDO
000000000 Db0000ooobooooobDbodkyk, =1100000000O0
guouoobobotgoooobobouooouobbboooooboobbuoua
K+ oobooooooobooooa
guoooobbooooooobuoooaono
O0D0Torayall Yasuoka D 00 DD D0O0O0ODDOO0O0 X OOODODOOOoOoOoO
0i12-0000000000000O0OO00000g cocld 11,7 0obboobO
K+OOOoooooooooobO@Ee. 2[1Ubb0oboboooboooooooo
godoooodoo 12-000o0o0oooooooooooooooooboooon
O0o0oo0bo0oooooooobooogPooboooooooooboogo
guogogobgoboobobouobouoobobboobuobuooboona
O00000o0obbo0oobobobooo0obob0 Xooobobooooooo(@ 13500
oo)yoooooooooooooQvivM DOO0ODDDOOO0ODDODDDODOODDDO
guooobbuooooooboboooooon

AdoCH,
+ AdOgHZ

.II
Co
[CO“I] [ ]
HH H
P T,
HaC—C—C—H HaC—¢—G—H
H OH m H OH
H AdoCH,  AdoCHs
/o) o

|
oo N

Glupoq
B

— C—C— Gl
H H H3C—C (I: H Aspaas Hisgas uizo
+ Hy0 H OH
Fig. 1. The minimal reaction mechanism of diol dehydratase. A: Fig. 2. X-ray structure of diol
Homolytic cleavage of the Co-C bond in the dehydratase around potassium
adenosyl-cobalamin. B: Dehydration by the enzyme. AdoCH, , ion.

adenosyl group.
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Fig. 4. Energy diagram for the hydrogen abstraction and the OH group migration.
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