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[Abstract] A filamentous fungus growing by extending thedf hypha is widely known
as a mold. Some molds have pathogenicity for aminzdd plants. Understanding the
elongation mechanism of a mold is important in preéion and appropriate treatment of
diseases caused by pathogenic molds. In recerg,tharelongation mechanism is becoming
clear by a super-resolution fluorescence microsc@pproach that can obtain detailed
information of a target molecule labeled with aoflescent molecule. In order to understand
the mechanism more deeply and in a label-free mmanme focused on Raman
microspectroscopy. Raman microspectroscopy cangeatherwise unobtainable molecular
information in a living cell without the need ofbkeling. Since it also enables mapping by
molecular species such as amino acids and nudls,at is expected that the application of
Raman spectroscopy to a mold gives new insight ithe elongation mechanism. In this
presentation, we report a Raman microspectroscamtysis of the elongating filamentous
fungusAspergillus nidulans.
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