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Gas phase spectroscopy of a partial peptide of adrenoceptor (SIVSF) -
ligands complexes by electrospray / cold ion trap technique
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[Abstract] In the neurotransmission process, a neurotransmitter molecule binds to its
receptor and is recognized. Elucidation of its mechanism is a fundamental issue. The crystal
structure of a complex of ,-adrenergic receptor with adrenaline has been solved. However, it
is still difficult to answer why other ligands are not recognized. To understand the origin of
molecular selectivity, we propose the bottom-up approach, in which gas phase spectroscopic
techniques are applied to complexes of several ligands (proper and non-proper ligands for the
B.-adrenergic receptor) and SIVSF peptide that is a binding motif of the receptor to
interrogate their structures. In this work, UV and IR spectra of the complexes of SIVSF
peptide with the proper or non-proper ligands were measured.
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Fig. 1. A partial peptide, SIVSF
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