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Figure 1. Steady-state absorption and transient absorption
spectra of dark state (A) and signaling state (B) of PapB
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Figure 3. Kinetic analysis. (A) Time profiles and fit curves of S; state, FADHe and signaling state after exciting dark
state (colored) and signaling state (black). (B) Reaction model for PapB. Fit parameters are listed on the table.



