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1. Physical origin of the color tuning. Decomposition [X|2. Amino-acid sequences important for the color tuning. The names

analysis on the absorption energy shifts. Rh was used as  of the residues and their ES contributions to the excitation energies

a reference. ( ESX(1) , in eV) in HB(blue), Rh (grey), HG (green), and HR (red).
Superscripts of E and H denote the charge states of the amino acids.
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