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(2)phenol and argon cluster  

H-bound -bound

site switching

!H site 

switching (Ref.2)  
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H-bound (Table.1)
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!H site 

switching 2.75 kJ/mol  

-8.8 (-8.2) -6.8 (-5.4) -9.8 (-9.0) -12.6 (-10.9)binding energy
(kJ/mol)

-18.6 (-17.1) -15.8 (-13.9) -22.9 (-20.2)-19.5 (-18.4)

a b c d

 Table.1 (n=1-2) (a, b : neutral ; c, d : cation)

binding energy(kJ/mol) ZPE  (U)MP2/aug-cc-pVDZ  
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