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(Tablel) MD Molecular Dynamics Amber7
Tablel PG polyQ
q40 | QRQQRRQRQRARQRRARARJRARRARARARAARARARAAQAR
44097 | QQQQQQQPGQQRQQQQPERAQRAQAQPEQRQQRQQAPEAQRQ
94008 | QQQQQQQQPEQQAQRRQQQQPERRRRRAQQPEAQQQQQQQPE
94099 | QQQQQQQQQPGARQQQQQQQPEARAARQQQQPGRRQQQAQ
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