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Figure 1. Isomerization pathways between 13-cis,

15-syn and all-trans retinal configurations in bR.
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Figure. 2 (A) A schematic representation of the
The NMR signals of [1-'3C]Tyr in bR

secondary structures in BR. The filled marks are

shown as the consecutive sequence positions of

= [1-*C]Tyr-[*°N]X in REDOR filtered experiments.

o o (B) C CP-MAS spectrum of [1-°C]Tyr-bR,
J [EES]C.;:: F[j',jﬁl’]%_bﬂ : = o ‘@ngs -Pro186 REDOR filtered signals of Tyr185 and structure of
' k FT57

Tyr185 (All-trans retinal) ‘!&a,\ BR in the vicinity of retinal. The peak obtained

l W IRoR ) from difference spectra between UNREDOR (Full

| Tyr83

Echo) and REDOR experiments can distinguish

WWM unique isotropic signal to directly bonded *C-'°N

I T T T 1
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ppm

from others using NcTr = 2 ms. [1]



